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Introduction

What is Alzheimer's disease?

Alzheimer's is a progressive brain disease
in which abnormal protein deposition
building up plagques in nerves endings in
the brain, causing brain cells to die.

Early diagnosis of Alzheimer's may help in
slowing down the progression of the
disease.p;

The analysis of the DNA helps to detect AD.

[1] Molinuevo, José Luis et al. “The Rationale Behind the New Alzheimer's Disease Conceptualization: Lessons Learned During the Last
Decades.” Journal of Alzheimer's disease : JAD vol. 62,3 (2018): 1067-1077. doi:10.3233/JAD-170698



Problem Statement

The existing classifications of AD is either the patient is healthy, or
the patient is in severe case of Alzheimer.

We classify the patient into healthy patient and to a patient that
carries AD disease.

But we classify the healthy patients into two stages:
completely healthy patient or a patient that have a risk to have AD.

And we are also clustering the diseased patients into three
clusters: Mild, moderate and severe.
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System Approach



Activity Diagram (1/2)
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Clustering Results

We clustered our data into 3 groups:
1. Group A : Normal.
2. Group B : Diseased.

3. Group C : Potential.



Clustering Results (1/3)

Normal Cluster Results:

Normal Diseased Total

302 1 303

99.7% 0.3% 100%




Clustering Results (2/3)

Diseased Cluster Results:

Normal Diseased Total

27 365 392

7% 93% 100%




Clustering Results (3/3)

Potential Cluster Results:

Diseased

82 89 171

48% 52% 100%
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