Classification of Alzheimer’s
by DNA analysis.



INTRODUCTION |

Alzheimer’s disease is a permanent brain disorder that slowly
destroys memory, thinking skills and finally the ability to carry out
the simplest tasks.

The existing classification of Alzheimer’s is either the patient is
healthy or the patient is in the late stage of Alzheimer’s.

Alzheimer's can be detected by screening the DNA. There are two
ways to screen the DNA either using whole genome sequence
(WGS) or by using the Single Nucleotide Polymorphism(SNPs).
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[1] Finckh, Ulrich, et al. "High prevalence of pathogenic mutations in patients with early-onset dementia detected by sequence analyses of four different genes." The
American Journal of Human Genetics 66.1 (2000): 110-117.
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WGS vs SNPs
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WGS System Overview
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SNPs System Overview
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Context Diagram
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Classification Results
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Clustering
( Mini-Batch K-Means)

We used the guidelines on the sklearn
website as a guidance to see which
clustering algorithm would be best
according to our scenario.
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Clustering Results

(Class Predsion Recall  Fl-score  Support - e
72 65 13

1 (Normal) 0.67 0.48 0.56 150
1 190 120

2 (Potential)  0.60 0.87 0.71 219
. 35 60 125

3 (Diseased) 0.75 0.57 0.65 220

Accuracy is 65%
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Impact

« Early diagnosis helps in slowing down progression of the diseased.
* Give patients more choice of medications that can improve their symptoms.

 Gives more time for the family and loved ones to understand the disease and
plan for their future.
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DEMO



THANKYOU!

github.com/fairuzsoufy/Alzheimers-GRAD



